
Program EuroBoNeT Annual Meeting, 18-20 January, Münster, Germany

Location: TREFF HOTEL Münster City Centre, Stubengasse 33, 48143 Münster

Day 1 - Monday 18th of January

09:00-13:00 Steering Committee meeting

13:00-13:30 registration with coffee/tea and poster mounting
13:30-13:45 welcome and organisational matters (P. Hogendoorn)
13:45-15.00 talks (6*10 min+3 min discussion) RL4

U. Dirksen ‘Side population in Ewing sarcoma’
C. Mackintosh ‘Clinical relevance of copy number alterations in Ewing 

sarcoma: gain of 1q defines a subset of patients with poor survival, likely 
caused by overexpression of DTL and subsequent cell cycle deregulation’

J. Vakkila ‘High expression of C5 at tumour site associates with superior 
survival in Ewing sarcoma family of tumour patients’ 

D. Berghuis ‘Histone deacetylase inhibitors sensitize chemo-resistant Ewing 
sarcoma for natural killer cell-mediated cytolysis’

A. Llombart-Bosch ‘Epithelial markers and cell adhesion molecules in ESFT. 
Do they offer any prognostic significance? A study of 217 patients’ 

M.C. Manara ‘Prognostic value of Wnt-beta catenin signaling in Ewing’s 
sarcoma’

15:00-15:15 poster summary RL4 by P. Picci
15.15-15.45 tea poster viewing RL4
15:45-18:00 drug development and translational research (chair: A.B. Hassan)

One stop shop for early clinical trial development in bone 
sarcomas (30 min, A.B. Hassan, UOXF)
Disease specific target validation (15 min each):
- in Ewing sarcoma (E. de Alava, CIC and K. Scotlandi, 

IOR)
- immunotherapy in chemo-resistant Ewing sarcomas and 

osteosarcomas (A. Lankester, LUMC)
- in chondrosarcoma (J.V.M.G. Bovée, LUMC)
- in osteosarcoma (M. Serra, IOR)
- in giant cell containing lesions (P. Cassier, Conticanet, 

Lyon)
18:00- meeting with Dr. Gunnar Saeter, medical director MSD Norway

19:30-21.00 welcome reception

Day 2 - Tuesday 19th of January

09:00-10:15 talks (5*12 min+3 min discussion) RL3
L. Moskovszky ‘Studies on cell cycle regulation in giant cell tumour of bone 

(GCTB)’
A. Conti ‘Giant cell tumour of bone: identification of new biomarkers by 

proteomic analysis’
H.J. Knowles ‘Hypoxia-inducible factor (HIF) regulates osteoclast-mediated 

bone resorption via angiopoietin-like 4 (ANGPTL4)’
R.G. Forsyth ‘’



J. Chung ‘Association study with the TNFRSF11A (RANK) gene in Paget’s 
disease and genetic analysis of Pagetic osteosarcomas’

10:15-10:30 poster summary RL3 by N. Athanasou
10:30-11:00 coffee poster viewing RL3
11:00-12:00 Invited speaker: Prof. H. Jürgens (45 min +15min discussion)
12:00-12:45 talks (3*12 min+3 min discussion) RL2

N. Presneau ‘Frequent chromosomal abnormality involving Brachyury locus 
in chordoma’

M. Pasello ‘Targeting glutathione-S transferase enzymes in osteosarcoma and  
Ewings sarcoma: a new promising therapeutic strategy’

H.M. Namløs ‘Integrated analysis reveals distinct regulation of miRNAs in 
osteosarcomas compared to normal bone’

12:45-13:00 poster summary RL2 by H. Bürger
13:00-14:00 lunch poster viewing RL2
14:00-14:30 talks (2*12 min+3 min discussion) RL2

M.L. Kuijjer ‘High expression of macrophage-associated genes in high-grade 
osteosarcoma is associated with a lower risk of developing metastases’

E.P. Buddingh’ ‘Macrophage infiltration in high-grade osteosarcoma is 
associated with better prognosis and increased angiogenesis’

14:30-15:45 talks (5*12 min+3 min discussion) RL1
J.G. van Oosterwijk ‘Bcl-2 inhibition in Chondrosarcoma leads to increased 

apoptosis and is a promising therapeutic target’
T. Pansuriya ‘Do Ollier enchondromas differ from solitary enchondromas?’
F. Mertens ‘The t(X;6) in subungual exostosis results in transcriptional 

deregulation of the gene for insulin receptor substrate 4’
J.V.M.G. Bovée ‘Osteochondroma formation: haploinsufficiency or the 

classical two-hit model?’
M. Zuntini ‘MicroRNAs profiling of multiple osteochondromas: identification 

of disease-specific and normal cartilage signatures’
15:45-16:00 poster summary RL1 by P. Hogendoorn
16:00-16:30 tea poster viewing RL1
16:30-17:00 technology platforms (A.M. Cleton)

A.M. Cleton ‘Progress Technology platforms’ (20 min)
K. Szuhai ‘New developments on the array CGH platform’ (10 min)

17:00-17:15 bioinformatics: ‘A versatile analysis pipeline for Illumina’s BeadArrays – 
Customize your analysis workflow to your (biological) needs’ (K. Poss/E. 
Korsching)

17:15-17:30 integrating EuroBoNeT and Conticanet BioBanks (P. Riegman)
17:30-18:00 beyond EuroBoNeT (P. Hogendoorn)

18:00-18:30 bioinformatics meeting: further discussion and ideas (for those 
interested)

19.30 Dinner in Restaurant A2 am See, Annette-Allee 3, 48149 Münster 

Day 3 - Wednesday 20th of January

09:00-09:30 General Assembly, voting, and closure (P. Hogendoorn)

09:30-11:00 RL/WP meeting (1½ hour per RL, simultaneous) 
11:00-12:00 coffee


