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Supplementary Figure S2. Overview on gene targets part of the KEGG cancer pathways.

The GO analysis of the target genes by R packages i.a. clusterProfiler and Pathview for the new microRNA sequence starting at the physical position 68786833 or 68786834 led to panel A (28 genes) respectively B (25 genes) shown in red. The color coding from bright red (high relevance) to gray (very low relevance) indicates miRDB relevance scores. Some factors like PI3K, BMP and CDK4/6 do not change between these two approaches while others are dedicated to one of the target sets.
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