Supplementary Figures

Figure S1. The DE expression status of further important Ewing markers.

(A) The TMM-normalized gene expression status of PROM1 (CD133), NANOG, MYC, KLF4, LIN28A, CD99, ENG (CD105), THY1 (CD90), CD34, CD14, NGFR (CD271), and KIT (CD117) are shown. These markers are either typical for Ewing sarcoma or MSC or segregating Ewing and MSC. The observed expression in our data is generally similar to published observations. (B) The gene group around POLR2A (POLR2C, POLR2D, POLR2G, POLR2I, POLR2J, POLR2L, SUPT4H1, POLR2C, POLR2D, POLR2G, POLR2I, POLR2J, POLR2L, SUPT4H1). POLR2A was reported to be associated with EWSR1 activity. Both groups show patterns, which correspond well with the cell entities with two exceptions in B. The color scale denote the expression strength as log2 counts. The group color code is meant to ease the interpretation of the graphs. Hierarchical clustering was applied on certain coordinates to reveal the proximity (Pearson correlation) of expression profiles between genes and samples.
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Figure S2. Splice events and their nomenclature used in this analysis.

This image is an extended version of the scheme provided by rMATS describing the used splice events and some of the nomenclature of rMATS not easy to find in the documentation.
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Figure S3. Overview on the relations of major gene sets.

The presented graph illustrates on the left the basic sets generated by rMATS (blue boxes).
On the middle and right side all the derived sets by intersection are listed. The nomenclature is based on the R workspace acronyms.

The image footer is describing some additional notation.
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